Controlling digestive diseases in the poultry industry is crucial to maximize profitability. Necrotic enteritis (NE) is a real threat for poultry that leads to high financial losses. Microencapsulated blends of organic acids and essential oils have gained increasing interest as feed additives that could alleviate the effects of these diseases by controlling the intestinal microbiota and enhancing the gut function of broiler chickens. Organic acids actually used as feed additives, including short-chain fatty acids (C1-C6), medium-chain fatty acids (C7-C12), and other organic acids, may show a range of variable physiological effects in the animals when combined with different phytogenic compounds. This study was designed to understand the mechanisms of action of these feed additives, their effect on intestinal morphology and growth performance, as well as their interaction with the gut microbiome. Our results provide evidence on the importance of designing proper combinations and doses of these additives to enhance growth performance, the microbiota profile, and histomorphology. Dietary supplementation of 0.5 g/kg of BUTYTEC-PLUS and 2 g/kg of ACITEC-MC as microencapsulated blends are recommended to improve broiler chickens performance under NE challenge due to their positive effect on gut microbiome and the absorptive capacity of the intestine.
acids and EO has shown to prevent their absorption in the upper part of digestive tract, while allowing a higher bioactivity towards the lower gastrointestinal tract [19] .
In the present study, it is hypothesized that a microencapsulated botanical and acidifier active combination would prevent the performance decrease associated with NE by affecting the intestinal microbiota and digestive function in broiler chickens. Thus, the aim of the present study was to investigate the efficacy of different microencapsulated blends containing short and medium-chain fatty acids, calcium butyrate, and nature-identical aromatic compounds (thymol, cinnamaldehyde, and carvacrol as major compounds) on performance and gut health of broilers under challenging conditions of NE.
Two experiments were carried out, in which the first trial aimed to determine the design of combinations with a high efficiency, while the second trial focused on finding the optimal dose for each combination.
Materials and Methods

Ethics Statement
All animal experimentation procedures were approved by the animal Ethics Committee (CEEAH) of the Universitat Autònoma de Barcelona (number code: CEEAH 1043R2) and were performed in accordance with the European Union guidelines for the care and use of animals in research [20] .
Birds and Experimental Design
Trial 1
A total of 600 one-day-old Ross 308 male broiler chickens obtained from a local hatchery were used in a 41-day-experiment. The room was provided with 50 floor pens (4 lines of 15, 10, 10, and 15 pens, respectively, divided by 2 central feeding aisles). Upon arrival, chicks were weighed and randomly assigned according to initial body weight (BW) into 5 experimental groups, each with 10 replicates and 12 birds per replicate, and continuously controlled over a period of 41 days. A nonmedicated (no antibiotic or anticoccidial drug) wheat-corn-soybean meal-based diet was used as the basal diet for all treatments. Dietary treatments were then produced by supplementing the basal diet with the tested feed additives: Organic acids (OA) plus nature identical aromatic compounds (AC). The mixture of aromatic compounds used was the same for all treatments and contained cinnamaldehyde, carvacrol, and thymol (8:1:1). These were obtained by synthesis or isolated through chemical processes, which are chemically identical to natural flavoring substances. The experimental treatments consisted of the basal diet as a negative control (NC) and 4 commercial microencapsulated products (Tecnovit, Alforja, Spain) as follows: 1.-NC + OA1 (malic and fumaric acid) + AC, (ACITEC-A-GR, 2.5 g/kg); 2.-NC + OA2 (cacium butyrate + fumaric acid) + AC, (BUTYTEC PLUS, 1.7 g/kg); 3.-NC + MCFA (capric-caprylic acid, caproic acid, lauric acid) + AC, (ACITEC-M1, 2 g/kg); and 4.-NC + OA3 (calcium butyrate + fumaric acid + citric acid) + MCFA + AC, (ACITEC-MC, 1.5 g/kg). Experimental doses of the commercial products were included as recommended by the company in commercial conditions.
Trial 2
A total of 810 one-day-old Ross 308 male broiler chickens obtained from a commercial hatchery were used in a 42-day dose-response experiment. The room had 90 floor pens (2 lines of 23 and 2 lines of 22 pens each, divided by 2 central feeding aisles). Upon arrival, chicks were weighed and randomly assigned according to their initial BW into 10 experimental groups, each with 9 floor pens and 9 birds per replicate, and continuously controlled over a period of 42 days. The experimental treatments consisted of 5 increasing doses of two products selected from trial one: 0 g/kg for both products considered as negative control (NC; basal diet with recycled litter); basal diet supplemented with 0.5, 1, 2, and 4 g/kg of OA2 + AC or 1, 2, 4, and 8 g/kg of OA3 + MCFA + AC with recycled litter; and the positive control (PC) consisting of basal diet and non-contaminated new litter.
The chickens were weighed and feed disappearance was determined at 0, 10, 28, and 41 days of age (42 days for the second trial). Mortality rate and body weight of dead birds were also recorded daily. From these values, the average daily feed intake (ADFI), average daily gain (ADG), and feed conversion ratio (FCR) corrected by mortality were calculated.
Animal Husbandry
Both trials were carried out in a commercial growing poultry unit (Vila-rodona, Tarragona, Spain). Chicks were obtained from a commercial hatchery, where they were in ovo vaccinated according to the standard vaccination program, against Marek disease, Gumboro disease, and infectious bronchitis. Nonetheless, none of the chicks used in either trial received the coccidiosis vaccination. The birds were given 24 h of light for the first 2 days, which was reduced to 23 h of light and 1 h of dark from d 3 to d 10, and 18 h of light and 6 h of dark from d 11 until the end of the experimental period. The relative humidity was maintained between 50% and 70%.
Experimental Diets
The chickens were given a 3-phase feeding program in both experiments, consisting of a starter (0 to 10 d), grower (11 to 28 d), and finisher (29 to 41/42 d for first trial and second trial, respectively) diets. Table 1 lists the composition of the antibiotic-free and coccidiostat-free basal diet used during each phase. All diets were formulated to meet the requirements for maintenance and growth for broilers according to CVB poultry guidelines [21] . All chickens were given ad libitum access to feed in mash form and water. Housing facilities and birds were inspected twice daily (morning and afternoon) as regards general health status, feed and water availability, temperature, mortality, and any unexpected events. Samples were taken from all diets used, ground, and stored at 4 °C for their subsequent analysis in duplicate. 
Necrotic Enteritis Challenge Procedure
The floor area of 1.125 m² (1.50 × 0.75 m) and 0.96 m² (1.20 × 0.80 m) per pen for the first and the second trial, respectively, was covered with 10% clean wood shavings and 90% recycled litter material. The recycled litter material was selected from a commercial poultry flock where it was claimed there was clinical NE, previously characterized for its content of mesophilic aerobic bacteria (>10 5 CFU/g), Enterobacteriaceae (4.2 × 10 4 CFU/g), filamentous fungi, yeasts, sulphite-reducing anaerobes (1.2 × 10 4 CFU/g), and Clostridium perfringens (>10 5 CFU/g). The challenging method consisting of exposing broilers to a contaminated litter characterized by high Clostridium perfringens counts, was previously used [22] . Moreover, wheat was included in the starter (15%), growing (20%), and finishing (25%) diets without xylanases, with the aim of increasing digesta viscosity and accentuating the dietary challenge.
Sampling Procedure and Analyses
2.6.1. Feed Diet proximate analyses were performed following AOAC methodology [23] : Dry matter (Method 934.01), crude protein (Method 968.06), crude fat (Method 2003.05), and crude fiber (Method 962.09). Gross energy was determined by an adiabatic calorimeter (IKA C-4000, Janke-Kunkel; Staufen, Germany).
Bacteria Counts
For the second trial, 3 pooled fecal samples per treatment were collected from the negative control, the positive control, the lowest and the highest dose for each product for monitoring the evolution of Enterobacteriaceae, lactic bacteria, and Clostridium perfringens load using a quantitative count at d 14, 28, and 42.
From the faeces samples, a bank of decimal dilutions was prepared, in sterile Ringer's solution, in order to proceed to the count and detection of: total Enterobacteriaceae, total lactic bacteria, and total Clostrididum perfringens.
The culture media used were: MacConkey agar in the case of Enterobacteriaceae, MRS agar for the count and detection of lactic bacteria, and TSN agar for Clostridium perfringens count. The incubation conditions were adequate for each determination, following the traditional methodologies in microbiology [24] . All trials were performed in triplicate.
Acute Phase Proteins
At the end of each experiment, the bird with the closest BW to the mean of the pen was selected and blood samples were aseptically collected from the wing vein into vacutainers. Blood samples were centrifuged at 4000× g for 15 min to obtain the serum that was immediately stored at −20 °C for further analysis of acute phase proteins.
The concentration of serum amyloid A (SAA) and alpha-1-acid glycoprotein (AGP) were determined using a solid phase sandwich ELISA (de Life Diagnostics, Knyperseley, UK) following the manufacturer's recommendations.
Afterwards, the bird was killed by intracardiac administration of sodium pentobarbital (30 mg/kg BW), and jugular exsanguination for tissue sampling. The gastrointestinal tract was immediately dissected and content from ileum and ceca were collected for microbiome sequencing. Ileal tissue was collected in both trials to perform the histomorphological analysis.
Histomorphological Analysis
At the midpoint between Meckel's diverticulum and the ileo-cecal junction, ileal samples of about 5 cm were collected. For the first trial, tissue sections (5 μm) were fixed in 4% paraformaldehyde and then embedded in paraffin. Afterwards, the sections were prepared, and stained with hematoxylin-eosin. For the second experiment, the preparations were deparaffinized and hydrated before being subjected to PAS (Periodic acid-Schiff) staining with Schiff's reagent for morphometric analyses and goblet cells count. For both trials, samples were analyzed using a light microscope. The morphometric variables measured included villus height, crypt depth, villus height to relative crypt depth ratio (V:C), and number of goblet cells and lymphocytes (only for the first trial). Ten villi were measured for each sample and only complete and vertically oriented villi were evaluated. The mean from 10 villi per sample was used as the mean value for further analysis.
Preparation of the 16S rRNA Gene Amplicon Library for MiSeq Sequencing
The composition and structure of the sampled microbial communities was assessed through amplifying and sequencing the V3-V4 variable regions of the 16S rRNA gene. The Illumina Miseq sequencing 300 × 2 approach was used.
Library Preparation and Sequencing
Ileal and ceca contents (250 mg) for the first and the second trial, respectively, were collected from one bird per replicate for DNA isolation using the commercial MagMAX CORE Nucleic Acid Purification Kit 500RXN (Thermo Fisher, Barcelona, Spain), following the manufacturer's instructions. Mock community DNA was included as control (Zymobiomics Microbial Community DNA).
Samples were amplified using primers specific to the V3-V4 regions of the 16S rRNA DNA (V3-V4-Forward5′-TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCCTACGGGNGGCWGCAG -3′,V3-V4-Reverse 5′GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGGACTACHV GGGTATCTAATCC-3′) [25] . The library preparation was carried out in Microomics Systems S.L. (Barcelona, Spain).
Amplicon Sequences Processing and Analysis
Raw demultiplexed forward and reverse reads were processed using the following methods and pipelines as implemented in QIIME2 version 2019.4 with default parameters unless stated [26] . DADA2 was used for quality filtering, denoising, pair-end merging, and amplicon sequence variant calling (ASV, i.e., phylotypes) using qiime dada2 denoise-paired method [27] . Q20 was used as quality threshold to define read sizes for trimming before merging (parameters: --p-trunc-len-f and --p-trunclen-r). Reads were truncated at the position when the 75th percentile Phred score felt below Q20 for for both forward and reverse reads. After quality filtering steps, average sample size of reads was determined and phylotypes were detected. ASVs were aligned using the qiime alignment mafft method [28] . The alignment was used to create a tree and to calculate phylogenetic relations between ASVs using qiime phylogeny fasttree method [29] . ASV tables were subsampled without replacement in order to even sample sizes for diversity analysis using qiime diversity core-metrics-phylogenetic pipeline. The sample with the smallest sample size was discarded in order to take advantage of the sequencing depth of the dataset. Subsequently, subsampling to the next lowest sample size was used for each comparison. Unweighted and weighted Unifrac distances were calculated to compare community structure [30] . Taxonomic assignment of ASVs was performed using a Bayesian Classifier trained with Silva V4 database (i.e., 99% OTUs database) using the qiime feature-classifier classify-sklearn method [31] . Unifrac distance matrices and ASV tables were used to calculate principal coordinates and construct ordination plots using R software package version 3.6.0
Statistical Analysis
For the first trial, statistical analyses were carried out on BW, ADG, ADFI, FCR, and histomorphological analysis with ANOVA using the GLM procedure of SAS software (SAS 9.4 Institute Inc., Cary, NC, USA). Normal distribution and homocedasticity of variances was checked previous to the analysis by using the Shapiro-wilk test and Levene's test from UNIVARIATE and GLM procedures, respectively. All performance and histomorphological data were analyzed according to a randomized complete block design, considering treatment groups as the source of variation, and the number of pens (individual broiler chickens for the histomorphology) as the experimental unit. Means were compared using the multiple comparisons Tukey test, and deemed significant at p ≤ 0.05. A p-value situated between 0.05 and 0.10 was considered a trend towards significance.
For the second trial, the linear and quadratic contrasts were used to compare effects of increasing dietary supplementation of each tested blend. A further analysis of the following orthogonal contrasts was performed: Contrast C1, comparing the NC and the PC, contrast C2: Comparing the PC and the dose of 2 g/kg OA3 + MCFA + AC, and contrast C3: Comparing the PC and the dose of 0.5 g/kg OA2 + AC.
Biostatistical analysis for microbiota was performed in open source software RStudio v.3.5.1. Diversity was analysed at OTU level using vegan package [32] . Richness and alpha diversity were calculated with raw counts based on Simpson, Shannon, and Inverse-Simpson estimators. Beta diversity was evaluated by multivariate ANOVA. Finally, differential abundance analysis was performed with taxa relative abundances under a zero-inflated log normal mixture model and pvalues were corrected by false-discovery rate (FDR) with a metagenomeseq package [33] .
Results
First Trial
Growth Performance
Mortality was 0.36% and was not related to any dietary treatment. Table 2 shows the growth performance of the birds that was lower than Ross 308 standards, and confirmed that the experimental challenge impaired the growth of the animals. Birds supplemented with blends containing malic and fumaric acid (OA1), calcium butyrate and fumaric acid (OA2), or capric-caprylic acid, caproic acid, lauric acid, calcium butyrate, fumaric acid, and citric acid (MCFA + OA3) showed higher BW at d 41 and higher ADG041 (p < 0.001) than those fed the negative control. Chickens supplemented with the blend OA2 + AC showed the highest overall ADFI (p = 0.02). All tested blends improved the FCR041 (p < 0.001). 
Histomorphological Analysis
As shown in Table 3 , the villus length to crypt depth V:C ratios were significantly higher (p < 0.001) in those birds on the OA1 + AC, OA2 + AC, and MCFA + OA3 + AC treatments compared to those birds of the negative control. All tested blends reduced crypt depth (p < 0.001). However, no treatment effect was observed on goblet cell and intraepithelial lymphocyte counts. 
Acute Phase Proteins
No treatment effect was observed on the serum concentration of alpha-1-acid glycoprotein (p = 0.97) or on the serum concentration of serum amyloid A (p = 0.56), with a mean of 0.348 mg/mL and 119.8 ng/mL, respectively (data not shown).
Ileal Microbiota Analysis
Alpha and Beta Diversity
Alpha diversity indices showed a similar pattern distribution for all experimental treatments (within sample variability; Figure 1 ). None of the alpha diversity indices were statistically different among diets. The β-diversity was not affected by the experimental treatments (between sample variability; p = 0.50). 
Composition of the Ileal Microbiota
No treatment effect was observed on ileal microbiota composition. The relative abundance of the main phyla, families and genera in the ileal microbiota of the birds is shown in Figure 2 . Firmicutes, Bacteroidetes, Proteobacteria, and Actinobacteria were the most abundant phyla with no effect due to dietary treatments. The most abundant families were Lactobacillaceae, Streptococcaceae, and Enetrobacteriaceae. Lactobacillus and Streptococcus followed by Escherichia and Clostridium were the most frequent genera.
Nevertheless, although overall patterns were similar, a deeper examination of the individual metagenomics profiles was performed by means of log2 changes. Results showed some changes over 1-2 log2 individual taxa, when comparing all treatments containing microencapsulated blends of organic acids and AC with the negative control ( Figure 3 ). Some families that contain relevant pathogenic taxa, such as Enterobacteriaceae, Helicobacteriaceae, Rickettsiaceae, and Clostridiaceae, decreased compared to the control treatment. Likewise, the abundance of some families shown to be beneficial for the host, such as Bifidobacteriaceae, Ruminococcaceae, and Lachnospiraceae, was enhanced in groups supplemented with the microencapsulated blends. 
Second Trial
Growth Performance
The growth performance results are shown in Table 4 . A linear-quadratic dose response analysis showed, for the overall parameters, a quadratic effect of OA2 + AC inclusion on BW, ADG, and ADFI (p < 0.001). These findings suggest that an improvement of growth performance could be observed up to a dose of 2 g/kg. However, higher doses may be associated with reduced growth performance. As for OA3 + MCFA + AC, a quadratic effect was observed only for BW42 (p = 0.02), while a linear response was observed for ADG042 (p = 0.004), ADFI042 (p = 0.05), and FCR042 (p = 0.01). Contrast C1 showed that chickens fed the PC had a higher BW42 (p = 0.01) as a result of better ADG042 (p = 0.03). Contrast C2 showed that supplementing 2 g/kg of OA3 + MCFA + AC improved BW10 (p = 0.03) and tended to improve FCR1028 (p = 0.08). The overall growth parameters showed no difference between PC and 2 g/kg of OA3 + MCFA + AC supplementation. Contrast C3 showed that the lowest dose (0.5 g/kg) of OA2 + AC improved the ADG042 (p = 0.05). No significant difference was observed for BW42 (p = 0.28), ADFI042 (p = 0.13), and FCR042 (p = 0.28).
Culling and mortality rates are shown in Figure 4 . Mortality was higher (p < 0.001), and culling rate tended to be higher (p = 0.10) with the highest dose of OA2+AC (4g/kg). Experimental treatments p = 0.0002
Histomorphological Analysis
Results of the histomorphologiacal analysis of the ileum are shown in Table 5 . A linear-quadratic dose response analysis showed a quadratic effect of OA2 + AC supplementation on CD and the ratio VH: CD (p < 0.001), suggesting an improvement of these two parameters up to a dose of 2 g/kg. However, a worsening could be observed when higher doses (4 g/kg) are used.
Bacteria Counts
The bacteria count results are shown in Figure 5 . Baseline values were determined prior to the distribution of animals by collecting eight samples of feces from the transportation cages. With regards to Enterobacteriaceae, differences between dietary treatments were observed from d 28 of the experiment, where all doses of both blends showed reduced counts compared to the negative control (NC). On d 42, this effect remained only for the dose of 0.5 g/kg of OA2 + AC. A dietary treatment effect on Clostridium perfringens counts was observed on d 14, when the dose of 4 g/kg of OA2 + AC showed higher values compared to PC. This had been maintained on d 42. A similar effect was observed with the blend of OA3 + MCFA + AC where the dose of 8g/kg showed high count values on d 42. An effect of day-post-infection was observed for the doses of 1 g/kg of OA3 + MCFA + AC and 0.5 g/kg of OA2 + AC, where a significant decrease of C. perfringens count was observed at the end of the experiment. The supplementation of 0.5 g/kg of OA2 + AC resulted in count values similar to the PC. 
Alpha and Beta Diversity
The diversity of the cecal microbiota among dietary treatments was assessed using the αdiversity and β-diversity measurements. The challenge did not affect the α-diversity, as no difference was observed between the negative control and the positive one. However, the species richness of samples collected from chickens supplemented with both microencapsulated products was significantly higher than NC (Table 6 ).
No treatment effect was observed on β-diversity (between sample variability; p = 0.50, Figure 6 ). 
Composition of the Cecal Microbiota
No treatment effect was observed on the cecum microbiota composition. The relative abundance of the main phyla, families, and genera in the ileal microbiota of the birds is shown in Figure 7 . Firmicutes, Bacteroidetes, and Tenericutes were the most abundant phyla, without any effect due to dietary treatments. The most abundant families were Methanobacteriaceae, Methanomassiliicoccaceae, and Bifidobacteriaceae. Ruminococcaceae UCG-014, Bacteroides followed by Barnesiella and Faecalibacterium were the most frequent genera. Nevertheless, although overall patterns were similar, a deeper examination of the individual metagenomics profiles was performed by means of log2 changes (Figure 8 ). Results showed some changes over 1-2 log2 individual taxa when comparing OA3 + MCFA + AC treatment (2 g/kg) and OA2 + AC treatment (0.5 g/kg), to the negative control. Our results showed that the supplementation of OA3 
Discussion
The relevance of Organic Acids and Essential Oils Combination on Growth Performance
Induced Clostridium perfringens challenge did not result in clinical signs of NE and higher mortality of chickens, but it increased the morbidity that was evidenced by reducing growth performance up to 21% compared to the standard Ross 308 values. These results confirmed that the use of 90% recycled commercial litter contaminated with Clostridium perfringens combined with wheat inclusion without xylanases, is a suitable model to induce subclinical NE without promoting mortality of animals. In this scenario, experimental blends improved the growth of chickens compared to the negative control, except for the blend containing only MCFA and aromatic compounds (MCFA + AC). The highest BW gains were observed for birds fed the blend containing calcium butyrate and fumaric acid (OA2 + AC), followed by the blend containing the same compounds combined with citric acid and MCFA (OA3 + MCFA + AC). These findings suggested that embedding the active substances using a continuous film of vegetable fats provides better resistance to the acidic pH, allowing a slower release of these substances further down in the intestine, which resulted in improving growth performance. The performance responses could be related to an antimicrobial activity of organic acids inhibiting harmful microbiota and favoring the proliferation of beneficial bacteria [34] . Results regarding ileal and cecal microbiota showed a decrease of pathogenic taxa and an increase of some beneficial families in birds fed the microencapsulated blends compared to those receiving the negative control. These results were in line with those observed in feces where, for example, 0.5 g/kg of OA2 + AC significantly reduced Clostridium perfringens count on d 42 and Enterobacteriaceae from d 28. In fact, simple monocarboxylic acids such as formic, acetic, propionic, and butyric acids, or carboxylic acids bearing a hydroxyl group on the alpha carbon such as lactic, malic, and tartaric acids possess a strong antimicrobial activity [35] . Salts of some of these acids have been shown to enhance broilers performance, and short-chain carboxylic organic acids, such as sorbic and fumaric acids containing double bonds, also have antifungal activity [36] . The principal mode of action of organic acids is that non-dissociated forms can diffuse through lipophilic bacteria, mold membranes, disrupt the enzymatic reaction, and disorder transport systems of the bacteria [37] . Following the penetration of organic acids into bacterial cytoplasm, the non-ionized ones decompose to H (H+) ions and (A−) ions, resulting in a decline of the pH inside the bacteria. These changes are known to activate a specific mechanism (H + -ATPase pump) that aims to return the intracellular levels to normal pH. The process requires energy, which would result in reduced energy availability for cell proliferation leading to a reduced bacterial growth [38] . Other effects related to a low internal pH are inhibition of glycolysis, prevention of active transport, and interference with signal transduction [39] .
The effects of organic acids on the growth performance of broiler chickens could be also related to their ability to enhance protein digestion, influence intestinal cell morphology, stimulate pancreatic secretions, act as a substrate for the intermediary metabolism, improve retention of many nutrients (e.g., chelating minerals), increase intestinal integrity, and affect electrolyte balance in the feed and intestine [39, 40] . Several authors also reported a beneficial effect of essential oils on feed digestion through increasing bile salt secretion and stimulating the enzymatic activities of intestinal mucosa and pancreas [41] . These beneficial effects of both organic acids and essential oils may be further potentiated when these are combined [42, 43] and protected to avoid the active material to be metabolized and absorbed in the proximal part of the digestive tract [44] . In the present study, organic acids combined with AC affected the histomorphology and integrity of small intestine as showed by the villus height and crypt depth of OA1, OA2, or MCFA + OA3 groups. All tested blends reduced the crypt depth of the ileum that resulted in improved VH: CD ratio, which is an indicator of the absorptive capacity of the small intestine [45] . Several authors [44, 46, 47] pointed out their promoting effect on the development of gastrointestinal mucosa and villus height. In fact, enteric infection may damage the epithelium and compromise villus height leading to increase crypt depth indicating greater enterocyte-cell flow, and more steady cell-renewal rate within the digestive tract usually resulted from the increased sloughing [48] . These constant renewal processes demand more energy and protein, leading to diverting nutrients away from productive purposes. Our findings are in line with several studies [49, 50] . However, numerical improvement [51] or no growth performance effects have been reported by other authors [52] . Disparity among studies could depend on the specific used organic acids and AC, their combination, diet formulation, doses, or differences in the underlying microbial challenge.
High doses of the Additives May Become Deleterious
Our results showed a dose-dependent effect on productive performance and intestinal integrity where the best results were obtained with a dose of 2 g/kg for the blend of calcium butyrate, fumaric acid, citric acid, MCFA, and AC (OA3 + MCFA + AC) and 0.5 g/kg of the blend containing calcium butyrate, fumaric acid combined with AC (OA2 + AC). Higher dietary levels were associated to compromised productive performance resulting from shorter villus height, deeper crypts, and thus, reduced VH:CD ratio. High doses were also associated with higher culling and mortality rates, and higher fecal counts of Clostridium perfringens. It could be argued that a high dietary inclusion of organic acids may cause a damage [53] , allowing more nutrients to drain from the mucosa into the lumen, which could favor the proliferation of intestinal Clostridium perfringens and cause more lesions. In the same sense, a study conducted by Timbermont et al. [54] , showed that butyric acid (164.5 and 123 g/ton in starter and grower feed, respectively) combined with MCFA, mainly lauric acid (150 and 112.5 g/ton in starter and grower feed, respectively) and essential oils (thymol, cinnamaldehyde, and essential oil from eucalyptus; 90 and 67.5 g/ton in starter and grower feed, respectively) significantly reduced the number of birds with macroscopic lesions. However, the beneficial effect was lost when higher concentrations were used (330 and 250 g/ton of butyric acid combined with 360 and 270 g/ton of MCFA, and 240 and 180g/ton of essential oils for starter and grower feed, respectively). Several authors reported beneficial effect of low concentration of butyrate on promoting mucosal barrier function, while excessive butyrate disrupted it (100 mM and 8 mM of butyrate for Barcelo et al. [55] ; Peng et al. [56] , respectively).
The Relevance of Organic Acids and Essential Oils Combination on Ileum and Caeca Microbiota
The poultry gastrointestinal tract (GIT) is densely harbored by microorganisms, being in close and intensive interaction with the host and digesta particles. They are involved in the exchange of nutrients, and modulate the host gut morphology, physiology, and immunity [57] . The end-products of intestinal microbial fermentation are short-chain fatty acids (SCFAs), involved in the regulation of intestinal blood flow, intestinal immune responses, and mucin production as well as the stimulation of enterocyte growth and proliferation [58] . Among SCFAs, butyrate has gained a specific interest, being the main source of energy for epithelial cells and colonocytes. It also stimulates mucin synthesis and intestinal motility, cell proliferation and differentiation, while suppressing inflammatory diseases [59] . Thus, enhancing butyrate-producing bacteria would be of great interest for improving animal gut health and productivity. Unfortunately, we did not measure SCFAs in digesta and, consequently, we could not establish the correlations between these concentrations and relative abundance of bacterial taxa. However, as compared to the negative control, the tested microencapsulated blends increased the abundance of family members of Lachnospiraceae (Coprococcus, Roseburia, Anaerostipes) and Ruminococcaceae (Faecalibacterium, Anaerotruncus). These families, belonging to the Firmicutes phylum, express enzymes favoring the production of butyrate over propionate [60] . Supplementation of OA2 + AC also increased the abundance of Erysipelotrichaceae family, also known as Clostridium cluster XVI, that harbors different butyrateproducing bacteria [61, 62] . It also increased the abundance of Bifidobacteriaceae that play an important role in pathogen exclusion and gut barrier maintenance due to their great production of SCFA through simple carbohydrates and oligosaccharides degradation [63] . Other studies reported that Actinobacteria, and mainly Bifidobacteria species, through inducing regulatory T-cells, can modulate the immune-inflammatory and autoimmune response [64, 65] . Another family whose abundance was enhanced by OA2 + AC supplementation was Actinomycetaceae. Belonging to this family, Streptomyces spp, by producing Streptomycin, exerts a strong antimicrobial action against a number of gram-negative bacteria such as Escherichia coli, Enterobacter, Salmonella, and Brucella [66] . Moreover, ionophores, extensively used as anticoccidials, are fermentation products of Streptomyces and other fungi species. The abundance of Coriobacteriaceae that can produce high levels of SCFAs resulting in competitive exclusion of unfavorable microorganisms [67] was enhanced by the majority of tested blends. In addition, tested blends reduced Helicobacteraceae abundance by reducing Helicobacter pullorum, which has been also isolated from cecal epithelial cells [68] and shown to have a pathological outcome in the gut of chickens [69] .
The first experiment of the current research showed that better performance responses were observed by the supplementation of OA2 + AC and OA3 + MCFA + AC through enhancing the abundance of beneficial families and reducing that of harmful ones in the ileum. A similar effect was observed in the cecum. The role of some families whose abundance changed in the cecum was previously discussed in the ileum microbiota.
Supplementation of OA2 + AC reduced Clostridiales Family XIII abundance that was previously found to be linked to broilers showing high FCR values [70] suggesting that their high abundance may result in compromised bird performance [71] . It also increased the abundance of Peptostreptococcaceae, normal commensal bacteria that have been shown to be higher in gut microbiota of healthy animals compared to those experiencing dysbiosis of the intestinal microbiota. This indicates that this family is involved in the maintenance of the gut homeostasis and enhancement of the barrier function [72] .
Conclusions
In summary, dietary supplementation of microencapsulated blends of either BUTYTEC-PLUS or ACITEC-MC alleviates the negative impact of NE infection through modulating the gut microbiome. The positive effects on gut microbiome may enhance the absorptive capacity of the intestine by increasing the VH:CD ratio, which leads to improved productive performance. Results from the second trial show that inclusion doses up to 2 g/kg of BUTYTEC-PLUS and 8 g/kg of ACTEC-MC result in similar feed utilization efficiency, survival, and growth performance as the nonchallenged positive control. However, these effects are dose-dependent as high inclusion rates such as 4 g/kg of BUTUYTEC-PLUS appear to promote detrimental effects on chickens. Consecuently, dietary supplementations of 0.5 g/kg of BUTYTEC-PLUS and 2 g/kg of ACITEC-MC are recommended to improve broiler chickens performance under NE challenge. 
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